SEQUENCE LISTING 



<110> Afar, Daniel E. 
Hubert , Rene S . 
Raitano, Arthur B. 



<120> PHELIX: A TESTIS-SPECIFIC PROTEIN EXPRESSED IN CANCER 



<130> 1703-018. US1 

<140> 09/389,000 

<141> 1999-08-31 

<150> 60/098,610 

<151> 1998-08-31 

<150> 60/106,524 

<151> 1998-10-03 



<160> 12 



<170> Patentln Ver. 2.1 



<210> 1 

<211> 2128 

<212> DNA 

<213> Homo sapiens 



<400> 1 

gaccgggggg cggttggggt tcaccgcctc gtgccgtact ggcttctggg tggcccttaa 60 
tgtcttgtgc tctaaggtgc tgaggggaaa gacgcgggag gtctctggcc tgacactatg 12 0 
aaggaagaga gaaactacaa cttcgacggt gtgagcacca accgcctgaa acagcagttg 180 
ctggaagaag tccgcaagaa gtagtgaatg gaaaacccgt tatgagacac aacttgaatt 240 
aaatgatgaa ctagaaaagc aaattgttta tctcaaggag aaagtggaaa aaatccatgg 3 00 
aaactcttca gatagactat cttctattcg tgtctatgaa cgaatgccag tggaatcctt 360 
aaacacatta cttaaacagc tagaagaaga aaagaagact cttgaaagtc aagtgaaata 420 
ctatgcactt aaactggaac aagaatcaaa ggcttaccag aagatcaaca atgaacgccg 4 80 
tacataccta gctgaaatgt ctcagggttc tggtttacat caagtttcta aaaggcaaca 54 0 
ggtggatcaa ctgcctagga tgcaagagaa tctagtgaaa acgcaaaaat agacatctta 600 
ttagttggag atgtcactgt gggctacctg gctgatactg tacagaaact atttgcaaac 660 
atagcagaag tcaccatcac catcagtgac acgaaggagg cagcagcgct tttggatgat 72 0 
tgcatattca acatggttct cttgaaggtg ccttcttcac taagtgccga ggagctggaa 780 
gccatcaagt taattagatt tggcaaaaag aaaaatacac attcactgtt tgtttttata 840 
atccctgaaa attttaaagg ttgtatttca gggcatggaa tggatattgc tttaactgaa 900 
ccactgacaa tggaaaaaat gagtaatgtg gtaaaatact ggacaacatg tccctcaaac 960 
actgttaaga ctgaaaacgc aactgggcct gaagaacttg gattgcccct gcagaggtcc 102 0 
tacagcgaac acctgggata ttttcctact gatctatttg cctgctctga atctttaagg 1080 
aatggcaatg ggcttgaatt aaatgcttcg ttgtcagagt tcgagaaaaa caaaaagatc 114 0 
tctcttcttc attcaagcaa ggaaaaacta agaagggaaa gaatcaaata ttgctgtgag 12 0 0 
cagctgcgta ctctcttgcc gtatgtaaaa gggagaaaga atgatgcggc ttcagttctt 12 60 
gaggcaacag ttgattatgt gaaatatatc cgggagaaaa tctctccagc cgttatggcc 132 0 
cagattacag aagcacttca gagcaacatg aggttttgta agaaacaaca aacacccatt 13 80 
gagctgtctc tcccaggcac tgtcatggca cagcgggaaa acagtgtgat gagcacttac 144 0 
tcccctgaga gagggctcca attcctgact aatacgtgct ggaatgggtg ctccactcct 1500 
gatgcagaga gctccttgga tgaagctgtg agagttccat caagctccgc ctcagagaat 1560 
gctattggtg atccatataa aactcacatt tccagtgcag cgctgtctct gaattccttg 162 0 
catactgtca gatattattc taaagtcacc ccttcctacg atgcaactgc tgtaacaaat 1680 



cagaacattt caattcattt accttcagcc atgcccccgg tctcaagctt ctccctcggc 1740 

actgcacttc tgggttgggc cagacgtgca ctacacatcc caactgtctg caacagtttt 1800 

gggcgtatta aaagcacatg tttgaaattc acactctcaa ccacctactg ggcgcagttt 1860 

gacaatctag gaaaagtgga acaaagaatg attttgaaag ctccacccaa agacctaata 192 0 

tcaaaagagt tggcatggtt tggcttctga taaatgcact caaagcttct gcagatagaa 1980 

agaccagcag cgaaaaagct ggccacacac tgtcactcat cttcatacac acttggatcc 2040 

ccgccagcca gagagctaca agaacaaatg gcctcagtga cctacactct cttttctcaa 2100 

aaaatattcc acaatttatg aaaaaaaa 2128 



<210> 2 
<211> 405 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Val Leu Leu Lys Val Pro Ser Ser Leu Ser Ala Glu Glu Leu Glu 
15 10 15 

Ala lie Lys Leu lie Arg Phe Gly Lys Lys Lys Asn Thr His Ser Leu 
20 25 30 

Phe Val Phe lie lie Pro Glu Asn Phe Lys Gly Cys lie Ser Gly His 
35 40 45 

Gly Met Asp lie Ala Leu Thr Glu Pro Leu Thr Met Glu Lys Met Ser 
50 55 60 

Asn Val Val Lys Tyr Trp Thr Thr Cys Pro Ser Asn Thr Val Lys Thr 
65 70 75 80 

Glu Asn Ala Thr Gly Pro Glu Glu Leu Gly Leu Pro Leu Gin Arg Ser 
85 90 95 

Tyr Ser Glu His Leu Gly Tyr Phe Pro Thr Asp Leu Phe Ala Cys Ser 
100 105 110 



Glu Ser Leu Arg Asn Gly Asn Gly Leu Glu Leu Asn Ala Ser Leu Ser 
115 120 125 



Glu Phe Glu Lys Asn Lys Lys lie Ser Leu Leu His Ser Ser Lys Glu 
130 135 140 

Lys Leu Arg Arg Glu Arg lie Lys Tyr Cys Cys Glu Gin Leu Arg Thr 
145 150 155 160 

Leu Leu Pro Tyr Val Lys Gly Arg Lys Asn Asp Ala Ala Ser Val Leu 
165 170 175 

Glu Ala Thr Val Asp Tyr Val Lys Tyr lie Arg Glu Lys lie Ser Pro 
180 185 190 

Ala Val Met Ala Gin lie Thr Glu Ala Leu Gin Ser Asn Met Arg Phe 
195 200 205 

Cys Lys Lys Gin Gin Thr Pro lie Glu Leu Ser Leu Pro Gly Thr Val 
210 215 220 



2 



Met Ala Gin Arg Glu Asn Ser Val Met Ser Thr Tyr Ser Pro Glu Arg 
225 230 235 240 

Gly Leu Gin Phe Leu Thr Asn Thr Cys Trp Asn Gly Cys Ser Thr Pro 
245 250 255 

Asp Ala Glu Ser Ser Leu Asp Glu Ala Val Arg Val Pro Ser Ser Ser 
260 265 270 

Ala Ser Glu Asn Ala lie Gly Asp Pro Tyr Lys Thr His lie Ser Ser 
275 280 285 

Ala Ala Leu Ser Leu Asn Ser Leu His Thr Val Arg Tyr Tyr Ser Lys 
290 295 300 

Val Thr Pro Ser Tyr Asp Ala Thr Ala Val Thr Asn Gin Asn lie Ser 
305 310 315 320 

lie His Leu Pro Ser Ala Met Pro Pro Val Ser Ser Phe Ser Leu Gly 
325 330 335 

Thr Ala Leu Leu Gly Trp Ala Arg Arg Ala Leu His lie Pro Thr Val 
340 345 350 

Cys Asn Ser Phe Gly Arg lie Lys Ser Thr Cys Leu Lys Phe Thr Leu 
355 360 365 



Ser Thr 
370 

Arg Met 
3 85 

Ala Trp 



Thr Tyr Trp Ala Gin Phe Asp Asn Leu Gly Lys Val Glu Gin 
375 380 

lie Leu Lys Ala Pro Pro Lys Asp Leu lie Ser Lys Glu Leu 
390 395 400 

Phe Gly Phe 
405 



<210> 3 
<211> 50 
<212> PRT 

<213> Rattus norvegicus 
<400> 3 

His Asn Ala Leu Glu Arg Lys Arg Arg Asp His lie Lys Asp Ser Phe 
15 10 15 

His Ser Leu Arg Asp Ser Val Pro Ser Leu Gin Gly Glu Lys Ala Ser 
20 25 30 

Arg Ala Gin lie Leu Asp Lys Ala Thr Glu Tyr lie Gin Tyr Met Arg 
35 40 45 

Arg Lys 
50 



3 



« 



<210> 4 
<211> 24 
<212> PRT 

<213> Brachydanio rerio 
<400> 4 

His Asn Glu Leu Glu Lys Asn Arg Arg Ala His Leu Arg Leu Cys Leu 
15 10 15 

Glu Arg Leu Lys Thr Leu lie Pro 
20 



<210> 5 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: cDNA synthesis 
primer 

<400> 5 

ttttgatcaa gctt 14 



<210> 6 
<211> 42 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: DNA Adaptor 1 
<400j>, 6 

taatacgac tcactatagg gctcgagcgg ccgcccgggc ag 42 



<210> 7 

<211> 40 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: DNA Adaptor 2 
<400> 7 

gtaatacgac tcactatagg gcagcgtggt cgcggccgag 4 0 



<210> 8 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 1 



4 




<400> 8 

ctaatacgac tcactatagg gc 



<210> 9 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
(NP) 1 

<400> 9 

tcgagcggcc gcccgggcag ga 




22 



Sequence: Nested primer 



22 



<210> 10 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Nested primer 
(NP) 2 

<400> 10 

agcgtggtcg cggccgagga 2 0 



210>/11 
>Tf5 23 
<212> DNA 

<213> Artificial Sequence 

# 

<220> 

<223> Description of Artificial Sequence: RT-PCR primer 
22P4G9. 1 

<400> 11 

ctgcgtactc tcttgccgta tgt 23 



<210> 12 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: RT-PCR primer 
22P4G9.2 



<400> 12 

gctcaatggg tgtttgttgt ttct 



24 



